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Cmy el/’lhancer

XhoI (3528)
EcoRI (3544)
Apal (3572)
Smal (3573)
BamHI (3575)

GACTCTACTAGAGGATCTACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGGATAACATGGCCATCATCAAGGA
Il Il Il Il Il Il Il Il Il Il Il Il Il Il Il
T v T v T v T v T v T v T v T
CTGAGATGATCTCCTAGATGGCCAGCGGTGGTACCACTCGTTCCCGCTCCTCCTATTGTACCGGTAGTAGTTCCT
1 L L L 5 L L L L 10 L L L L 15
Met Val Ser Lys Gly Glu Glu Asp Asn Met Ala Ile Ile Lys Glu
mCherry

GTTCATGCGCTTCAAGGTGCACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGG

I ] I ] I ] I ] I ] I ] I ] I

} i } i } i } i } i } i } i }

CAAGTACGCGAAGTTCCACGTGTACCTCCCGAGGCACTTGCCGGTGCTCAAGCTCTAGCTCCCGCTCCCGCTCCC

L L L L 20 L L L L 25 L L L L 30 L L L L 35 L L L L 40

Phe Met Arg Phe Lys Val His Met Glu Gly Ser Val Asn Gly His Glu Phe Glu Ile Glu Gly Glu Gly Glu Gly
mCherry

CCGCCCCTACGAGGGCACCCAGACCGCCAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACAT

Il Il Il Il Il Il Il Il Il Il Il Il Il Il Il

T v T v T v T v T v T v T v T

GGCGGGGATGCTCCCGTGGGTCTGGCGGTTCGACTTCCACTGGTTCCCACCGGGGGACGGGAAGCGGACCCTGTA

L L L L 45 L L L L 50 L L L L 55 L L L L 60 L L L L 65

Arg Pro Tyr Glu Gly Thr GIn Thr Ala Lys Leu Lys Val Thr Lys Gly Gly Pro Leu Pro Phe Ala Trp Asp Ile
mCherry

CCTGTCCCCTCAGTTCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGACATCCCCGACTACTTGAAGCT
I ] I ] I ] I ] I ] I ] I ] I
} i } i } i } i } i } i } i }
GGACAGGGGAGTCAAGTACATGCCGAGGTTCCGGATGCACTTCGTGGGGCGGCTGTAGGGGCTGATGAACTTCGA
L L L L 70 L L L L 75 L L L L 80 L L L L 85 L L L L 90
Leu Ser Pro GIn Phe Met Tyr Gly Ser Lys Ala Tyr Val Lys His Pro Ala Asp Ile Pro Asp Tyr Leu Lys Leu
mCherry

GTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACTTCGAGGACGGCGGCGTGGTGACCGTGACCCAGGA
Il Il Il Il Il Il Il Il Il Il Il Il Il Il Il
T T T T T T T T T T T T T T T
CAGGAAGGGGCTCCCGAAGTTCACCCTCGCGCACTACTTGAAGCTCCTGCCGCCGCACCACTGGCACTGGGTCCT
1 1 1 1 95 1 1 1 1 100 1 1 1 1 105 1 1 1 1 110 1 1 1 1 115
Ser Phe Pro Glu Gly Phe Lys Trp Glu Arg Val Met Asn Phe Glu Asp Gly Gly Val Val Thr Val Thr GIn Asp
mCherry

2850

2925

3000

3075

3150



CTCCTCCCTGCAGGACGGCGAGTTCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCCGACGGCCCCGT
I ] I ] I ] I ] I ] I ] I ] I
T T T T T T T T T T T T T T T
GAGGAGGGACGTCCTGCCGCTCAAGTAGATGTTCCACTTCGACGCGCCGTGGTTGAAGGGGAGGCTGCCGGGGCA
L L L L 120 L L L 125 L L L 130 L L L 135 L L 140
Ser Ser Leu GIn Asp Gly Glu Phe Ile Tyr Lys Val Lys Leu Arg Gly Thr Asn Phe Pro Ser Asp Gly Pro Val
mCherry >

AATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCTCCGAGCGGATGTACCCCGAGGACGGCGCCCTGAAGGGCGA
| 1 | 1 | 1 | 1 | 1 | 1 | 1 |
T T T T T T T T T T T T T T T
TTACGTCTTCTTCTGGTACCCGACCCTCCGGAGGAGGCTCGCCTACATGGGGCTCCTGCCGCGGGACTTCCCGCT
1 1 1 145 1 1 150 1 1 . 155 1 1 L 160 f f 165
Met GIn Lys Lys Thr Met Gly Trp Glu Ala Ser Ser Glu Arg Met Tyr Pro Glu Asp Gly Ala Leu Lys Gly Glu
mCherry

GATCAAGCAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGACGCTGAGGTCAAGACCACCTACAAGGCCAAGAA
1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1
+ t + t + t + t + t + t + t +
CTAGTTCGTCTCCGACTTCGACTTCCTGCCGCCGGTGATGCTGCGACTCCAGTTCTGGTGGATGTTCCGGTTCTT
1 1 1 1 170 1 1 1 1 175 1 1 1 1 180 1 1 1 1 185 1 1 1 1 190
Ile Lys GIn Arg Leu Lys Leu Lys Asp Gly Gly His Tyr Asp Ala Glu Val Lys Thr Thr Tyr Lys Ala Lys Lys
mCherry

GCCCGTGCAGCTGCCCGGCGCCTACAACGTCAACATCAAGTTGGACATCACCTCCCACAACGAGGACTACACCAT
| 1 | 1 | 1 | 1 | 1 | 1 | 1 |
T T T T T T T T T T T T T T T
CGGGCACGTCGACGGGCCGCGGATGTTGCAGTTGTAGTTCAACCTGTAGTGGAGGGTGTTGCTCCTGATGTGGTA
1 1 1 L 195 1 1 200 1 1 L 205 1 1 L 210 1 1 215
Pro Val GIn Leu Pro Gly Ala Tyr Asn Val Asn Ile Lys Leu Asp Ile Thr Ser His Asn Glu Asp Tyr Thr Ile
mCherry >

CGTGGAACAGTACGAACGCGCCGAGGGCCGCCACTCCACCGGCGGCATGGACGAGCTGTACAAGTCCGGACTCAG
1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1
t } t } t } t } t } t } t } t

GCACCTTGTCATGCTTGCGCGGCTCCCGGCGGTGAGGTGGCCGCCGTACCTGCTCGACATGTTCAGGCCTGAGTC

1 1 1 1 220 1 1 1 1 225 1 1 1 1 230 1 1 1 1 235 1
Val Glu GIn Tyr Glu Arg Ala Glu Gly Arg His Ser Thr Gly Gly Met Asp Glu Leu Tyr Lys Ser Gly Leu Arg
mCherry JEEEEEEELEEEEEEEEEEE >
Smal

XhoI EcoRI Apal ‘ ‘BamHI

ATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGAT
] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ] 1 ]
T t T t T t T t T + T t t + }

TAGAGCTCGAGTTCGAAGCTTAAGACGTCAGCTGCCATGGCGCCCGGGCCCTAGGTGGCCTAGATCTATTGACTA

Ser Arg Ala GIn Ala Ser Asn Ser Ala Val Asp Gly Thr Ala Gly Pro Gly Ser Thr Gly Ser Arg
---------------------------------------------------- (in frame with mCherry) =scmsmemsmcmsccmeccmsncmcccmncomoccnncenononnconach
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