
NcoI  (86)
BamHI  (123)

EcoRI  (129)
SacI  (139)

PstI  (152)
SalI  (154)

HindIII  (160)
NotI  (167)
Af lII  (180)

NdeI  (315)
BglII  (322)
EcoRV  (336)
KpnI  (369)
XhoI  (371)

AvrII  (450)

pRSFDuet-1
3829 bp

75

T7  promoter lac  operator
ribosome binding s ite

T A A T A C G A C T C A C T A T A G G G G A A T T G T G A G C G G A T A A C A A T T C C C C T G T A G A A A T A A T T T T G T T T A A C T T T A A T A

A T T A T G C T G A G T G A T A T C C C C T T A A C A C T C G C C T A T T G T T A A G G G G A C A T C T T T A T T A A A A C A A A T T G A A A T T A T

SacIBamHI EcoRINcoI

150

1 5
His His His His His His Ser Gln Asp Pro Asn Ser Ser Ser Ala Arg Leu

(in frame with 6xHis)
ribosome binding s ite

6xHis

MC S-1

A G G A G A T A T A C C A T G G G C A G C A G C C A T C A C C A T C A T C A C C A C A G C C A G G A T C C G A A T T C G A G C T C G G C G C G C C T G

T C C T C T A T A T G G T A C C C G T C G T C G G T A G T G G T A G T A G T G G T G T C G G T C C T A G G C T T A A G C T C G A G C C G C G C G G A C

AflIINotIHindIIIPstI SalI

225

(in frame with 6xHis)
Gln Val Asp Lys Leu Ala Ala Ala *

MC S-1

C A G G T C G A C A A G C T T G C G G C C G C A T A A T G C T T A A G T C G A A C A G A A A G T A A T C G T A T T G T A C A C G G C C G C A T A A T C

G T C C A G C T G T T C G A A C G C C G G C G T A T T A C G A A T T C A G C T T G T C T T T C A T T A G C A T A A C A T G T G C C G G C G T A T T A G

300

T7  promoter lac  operator

G A A A T T A A T A C G A C T C A C T A T A G G G G A A T T G T G A G C G G A T A A C A A T T C C C C A T C T T A G T A T A T T A G T T A A G T A T A

C T T T A A T T A T G C T G A G T G A T A T C C C C T T A A C A C T C G C C T A T T G T T A A G G G G T A G A A T C A T A T A A T C A A T T C A T A T



KpnI XhoIEcoRVBglIINdeI

375

ribosome binding s ite
MC S-2

A G A A G G A G A T A T A C A T A T G G C A G A T C T C A A T T G G A T A T C G G C C G G C C A C G C G A T C G C T G A C G T C G G T A C C C T C G A

T C T T C C T C T A T A T G T A T A C C G T C T A G A G T T A A C C T A T A G C C G G C C G G T G C G C T A G C G A C T G C A G C C A T G G G A G C T

450

1 5 10 15
Lys Glu Thr Ala Ala Ala Lys Phe Glu Arg Gln His Met Asp Ser

(in frame with S-Tag)

Ser Thr Ser Ala Ala *
S-Tag

MC S-2

G T C T G G T A A A G A A A C C G C T G C T G C G A A A T T T G A A C G C C A G C A C A T G G A C T C G T C T A C T A G C G C A G C T T A A T T A A C

C A G A C C A T T T C T T T G G C G A C G A C G C T T T A A A C T T G C G G T C G T G T A C C T G A G C A G A T G A T C G C G T C G A A T T A A T T G

AvrII

525

MC S-2
T7 terminator

C T A G G C T G C T G C C A C C G C T G A G C A A T A A C T A G C A T A A C C C C T T G G G G C C T C T A A A C G G G T C T T G A G G G G T T T T T T

G A T C C G A C G A C G G T G G C G A C T C G T T A T T G A T C G T A T T G G G G A A C C C C G G A G A T T T G C C C A G A A C T C C C C A A A A A A

600

T7 terminator

G C T G A A A C C T C A G G C A T T T G A G A A G C A C A C G G T C A C A C T G C T T C C G G T A G T C A A T A A A C C G G T A A A C C A G C A A T A

C G A C T T T G G A G T C C G T A A A C T C T T C G T G T G C C A G T G T G A C G A A G G C C A T C A G T T A T T T G G C C A T T T G G T C G T T A T
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