(5248) NotI Xhol (5256)

(5241) HindIII

(5235) Sall

(5232) Sacl

(5222) EcoRI
(5216) BamHI

(5202) NcoI —— |

[%] lI.k
MCS T7 terminato,_

0o

pET-30a(+)
5418 bp

0007

3000

GTAGGTTGAGGCCGTTGAGCACCGCCGCCGCAAGGAATGGTGCATGCAAGGAGATGGCGCCCAACAGTCCCCCGG

T y T t T t T t T y T y T y t 4800
CATCCAACTCCGGCAACTCGTGGCGGCGGCGTTCCTTACCACGTACGTTCCTCTACCGCGGGTTGTCAGGGGGCC

CCACGGGGCCTGCCACCATACCCACGCCGAAACAAGCGCTCATGAGCCCGAAGTGGCGAGCCCGATCTTCCCCAT

4875
GGTGCCCCGGACGGTGGTATGGGTGCGGCTTTGTTCGCGAGTACTCGGGCTTCACCGCTCGGGCTAGAAGGGGTA

CGGTGATGTCGGCGATATAGGCGCCAGCAACCGCACCTGTGGCGCCGGTGATGCCGGCCACGATGCGTCCGGCGT

T T T i T i T i T T T T T T T 4950
GCCACTACAGCCGCTATATCCGCGGTCGTTGGCGTGGACACCGCGGCCACTACGGCCGGTGCTACGCAGGCCGCA

AGAGGATCGAGATCGATCTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATT

5025
TCTCCTAGCTCTAGCTAGAGCTAGGGCGCTTTAATTATGCTGAGTGATATCCCCTTAACACTCGCCTATTGTTAA

l T7 promoter |l lacoperator

CCCCTCTAGAAATAATTTTGTTTAACTTTAAGAAGGAGATATACATATGCACCATCATCATCATCATTCTTCTGG

T T T i T i T i T T T T T T T 5100
GGGGAGATCTTTATTAAAACAAATTGAAATTCTTCCTCTATATGTATACGTGGTAGTAGTAGTAGTAAGAAGACC

1 L . . 5 L
His His His His His His Ser Ser Gly
------------------- >

lac operator



TCTGGTGCCACGCGGTTCTGGTATGAAAGAAACCGCTGCTGCTAAATTCGAACGCCAGCACATGGACAGCCCAGA

AGACCACGGTGCGCCAAGACCATACTTTCTTTGGCGACGACGATTTAAGCTTGCGGTCGTGTACCTGTCGGGTCT

1 | ) ) 5 . 1 1 1 1 5 1 ) 1 1 10 1 . 1 . 15
Leu Val Pro Arg Gly Ser Gly Met Lys Glu Thr Ala Ala Ala Lys Phe Glu Arg GIn His Met Asp Ser Pro Asp

thrombin ste R - I

5175

Ncol EcoRV BamHI EcoRI Sacl Sall HindIII Notl

TCTGGGTACCGACGACGACGACAAGGCCATGGCTGATATCGGATCCGAATTCGAGCTCCGTCGACAAGCTTGCGG

5250
AGACCCATGGCTGCTGCTGCTGTTCCGGTACCGACTATAGCCTAGGCTTAAGCTCGAGGCAGCTGTTCGAACGCC

1 . . . 5
Leu Gly Thr Asp Asp Asp Asp Lys Ala Met Ala Asp Ie Gly Ser Glu Phe Glu Leu Arg Arg GIn Ala Cys Gly

------------------------ » B O R - roomememreseesesesseen (0 frame with enterokinase site) — «rsrsrsrrsrsrrsserassasanananasap

Xhol

CCGCACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTG

5325
GGCGTGAGCTCGTGGTGGTGGTGGTGGTGACTCTAGGCCGACGATTGTTTCGGGCTTTCCTTCGACTCAACCGAC

Arg Thr Arg Ala Pro Pro Pro Pro Pro Leu Arg Ser Gly Cys
--------------------------------- (in frame with enterokinase site) = -------------ooooooooooooooo

1 L ! 1 5 L
His His His His His His

T 6xHis




	空白页面
	空白页面



