
(5726)  NotI
(5719)  HindIII
(5713)  SalI

(5710)  SacI
(5700)  EcoRI

(5694)  BamHI
(5690)  EcoRV
(5680)  NcoI

XhoI  (5734)

pET-32a(+)
5896 bp

4950

5025

5100

5175

T7 promoter lac operator

AGCACCGCCGCCGCAAGGAATGGTGCATGCAAGGAGATGGCGCCCAACAGTCCCCCGGCCACGGGGCCTGCCACC

TCGTGGCGGCGGCGTTCCTTACCACGTACGTTCCTCTACCGCGGGTTGTCAGGGGGCCGGTGCCCCGGACGGTGG

ATACCCACGCCGAAACAAGCGCTCATGAGCCCGAAGTGGCGAGCCCGATCTTCCCCATCGGTGATGTCGGCGATA

TATGGGTGCGGCTTTGTTCGCGAGTACTCGGGCTTCACCGCTCGGGCTAGAAGGGGTAGCCACTACAGCCGCTAT

TAGGCGCCAGCAACCGCACCTGTGGCGCCGGTGATGCCGGCCACGATGCGTCCGGCGTAGAGGATCGAGATCGAT

ATCCGCGGTCGTTGGCGTGGACACCGCGGCCACTACGGCCGGTGCTACGCAGGCCGCATCTCCTAGCTCTAGCTA

CTCGATCCCGCGAAATTAATACGACTCACTATAGGGGAATTGTGAGCGGATAACAATTCCCCTCTAGAAATAATT

GAGCTAGGGCGCTTTAATTATGCTGAGTGATATCCCCTTAACACTCGCCTATTGTTAAGGGGAGATCTTTATTAA

5250

1 5 10 15
Met Ser Asp Lys Ile Ile His Leu Thr Asp Asp Ser Phe Asp Thr

TrxA

TTGTTTAACTTTAAGAAGGAGATATACATATGAGCGATAAAATTATTCACCTGACTGACGACAGTTTTGACACGG

AACAAATTGAAATTCTTCCTCTATATGTATACTCGCTATTTTAATAAGTGGACTGACTGCTGTCAAAACTGTGCC



5325

20 25 30 35 40
Asp Val Leu Lys Ala Asp Gly Ala Ile Leu Val Asp Phe Trp Ala Glu Trp Cys Gly Pro Cys Lys Met Ile Ala

TrxA

ATGTACTCAAAGCGGACGGGGCGATCCTCGTCGATTTCTGGGCAGAGTGGTGCGGTCCGTGCAAAATGATCGCCC

TACATGAGTTTCGCCTGCCCCGCTAGGAGCAGCTAAAGACCCGTCTCACCACGCCAGGCACGTTTTACTAGCGGG

5400

45 50 55 60 65
Pro Ile Leu Asp Glu Ile Ala Asp Glu Tyr Gln Gly Lys Leu Thr Val Ala Lys Leu Asn Ile Asp Gln Asn Pro

TrxA

CGATTCTGGATGAAATCGCTGACGAATATCAGGGCAAACTGACCGTTGCAAAACTGAACATCGATCAAAACCCTG

GCTAAGACCTACTTTAGCGACTGCTTATAGTCCCGTTTGACTGGCAACGTTTTGACTTGTAGCTAGTTTTGGGAC

5475

70 75 80 85 90
Gly Thr Ala Pro Lys Tyr Gly Ile Arg Gly Ile Pro Thr Leu Leu Leu Phe Lys Asn Gly Glu Val Ala Ala Thr

TrxA

GCACTGCGCCGAAATATGGCATCCGTGGTATCCCGACTCTGCTGCTGTTCAAAAACGGTGAAGTGGCGGCAACCA

CGTGACGCGGCTTTATACCGTAGGCACCATAGGGCTGAGACGACGACAAGTTTTTGCCACTTCACCGCCGTTGGT

5550

95 100 105
Lys Val Gly Ala Leu Ser Lys Gly Gln Leu Lys Glu Phe Leu Asp Ala Asn Leu Ala

(in frame with TrxA)
Gly Ser Gly Ser Gly His

TrxA

AAGTGGGTGCACTGTCTAAAGGTCAGTTGAAAGAGTTCCTCGACGCTAACCTGGCCGGTTCTGGTTCTGGCCATA

TTCACCCACGTGACAGATTTCCAGTCAACTTTCTCAAGGAGCTGCGATTGGACCGGCCAAGACCAAGACCGGTAT

5625

Met
1 5

His His His His His His Ser Ser Gly
1 5

Leu Val Pro Arg Gly Ser Gly Met
1 5

Lys Glu Thr Ala Ala Ala Lys

6xHis thrombin site S-Tag

TGCACCATCATCATCATCATTCTTCTGGTCTGGTGCCACGCGGTTCTGGTATGAAAGAAACCGCTGCTGCTAAAT

ACGTGGTAGTAGTAGTAGTAAGAAGACCAGACCACGGTGCGCCAAGACCATACTTTCTTTGGCGACGACGATTTA

EcoRV BamHINcoI

5700

10 15
Phe Glu Arg Gln His Met Asp Ser Pro Asp Leu Gly Thr

1 5
Asp Asp Asp Asp Lys

(in frame with enterokinase site)
Ala Met Ala Asp Ile Gly Ser

S-Tag enterokinase site

MCS

TCGAACGCCAGCACATGGACAGCCCAGATCTGGGTACCGACGACGACGACAAGGCCATGGCTGATATCGGATCCG

AGCTTGCGGTCGTGTACCTGTCGGGTCTAGACCCATGGCTGCTGCTGCTGTTCCGGTACCGACTATAGCCTAGGC

XhoINotIHindIIISacI SalIEcoRI

5775

(in frame with enterokinase site)
Glu Phe Glu Leu Arg Arg Gln Ala Cys Gly Arg Thr Arg Ala Pro Pro Pro Pro Pro Leu Arg Ser Gly Cys *

1 5
His His His His His His *

MCS 6xHis

AATTCGAGCTCCGTCGACAAGCTTGCGGCCGCACTCGAGCACCACCACCACCACCACTGAGATCCGGCTGCTAAC

TTAAGCTCGAGGCAGCTGTTCGAACGCCGGCGTGAGCTCGTGGTGGTGGTGGTGGTGACTCTAGGCCGACGATTG

5850

T7 terminator

AAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCTAAA

TTTCGGGCTTTCCTTCGACTCAACCGACGACGGTGGCGACTCGTTATTGATCGTATTGGGGAACCCCGGAGATTT

3

5
5896

T7 terminator

CGGGTCTTGAGGGGTTTTTTGCTGAAAGGAGGAACTATATCCGGAT

GCCCAGAACTCCCCAAAAAACGACTTTCCTCCTTGATATAGGCCTA
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